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Purpose of 
Project

Development of epigenetic biomarkers 
for POPs exposure in marine mammals 



POPs Chemical substances widely used but 
persist in environment.

PCBs

Dioxin: slow to degrade
DDTs

Insecticide: slow to
degrade

Dichlorodiphenyltrichloroethane

Polychlorinated biphenyls

PBDEs Polybrominated diphenyl ethers

mixtures of several 
brominated substances



PAHs Polycyclic aromatic hydrocarbons

Low degradability and hydrophobic

polyfluoroalkyl substancesPFAS

Carbon chains in which hydrogen atoms are replaced by fluorine 
atoms







What I am going to 
be working with

•DNA from Dolphins 
Delphinus capensis





PART 1
Nanodrop

and
DNA Dilution



Part 2
Luminometric Assay

Method to the analysis of 
genomic DNA methylation







DATA



Calculation of Percent of DNA Methylation
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